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1. Introduction 

This report covers the work of the WOAH ad hoc Group on Susceptibility of Mollusc Species to Infection with 
WOAH Listed Diseases (the ad hoc Group) who met in person in Paris, France, from 11 to 13 June 2024.  

The list of participants and the Terms of Reference are presented in Annex I and Annex II, respectively.  

For the purpose of this report, Xenohaliotis californiensis refers to the pathogenic agent Candidatus 
Xenohaliotis californiensis, which is the accepted name of the pathogenic agent. 

2. Methodology 

The ad hoc Group applied criteria, as outlined in Chapter 1.5. ‘Criteria for listing species as susceptible to 
infection with a specific pathogen’ of the WOAH Aquatic Animal Health Code (the Aquatic Code), to potential 
host species in order to determine susceptibility to infection with Xenohaliotis californiensis.  

A three-stage approach, as described in Article 1.5.3., was used to assess the susceptibility of a species to 
infection with X. californiensis and was based on: 

Stage 1. Criteria to determine whether the route of transmission is consistent with natural pathways for 
the infection (as described in Article 1.5.4.); 

Stage 2. Criteria to determine whether the pathogenic agent has been adequately identified (as 
described in Article 1.5.5.); 

Stage 3. Criteria to determine whether the evidence indicates that presence of the pathogenic agent 
constitutes an infection (as described in Article 1.5.6.): 

A.  The pathogenic agent is multiplying in the host, or developing stages of the pathogenic agent 
are present in or on the host;  

B.  Viable pathogenic agent is isolated from the proposed susceptible species, or infectivity is 
demonstrated by way of transmission to naïve individuals; 

C. Clinical or pathological changes are associated with the infection; 

D.  The specific location of the pathogen corresponds with the expected target tissues. 

Details of the three-stage approach applied by the ad hoc Group for infection with X. californiensis including 
any additional considerations are described below: 
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2.1. Stage 1: Criteria to determine whether the route of transmission is consistent with natural 
pathways for the infection: 

Table 1 describes the route of transmission for infection with X. californiensis used by the ad hoc Group 
when applying Stage 1 to assess susceptibility to infection with X. californiensis, as well as some 
considerations. 

Table 1: Route of transmission for infection with X. californiensis 

Route of transmission Considerations 

1. Natural exposure included situations where 
infection had occurred without experimental 
intervention (e.g. infection in wild or farmed 
populations) 

OR 

2. Non-invasive experimental procedures: 
cohabitation with infected hosts; infection by 
immersion or exposure to effluent water from 
infected individuals, under conditions that 
mimic natural conditions for the host. 

Infection by injection into body tissue was 
considered to not mimic natural pathways. 

The dose was considered to determine if exposure 
by immersion or oral delivery mimicked levels 
expected in natural infections.  

2.2. Stage 2: Criteria to determine whether the pathogenic agent has been adequately identified: 

Table 2 describes the pathogen identification methods used by the ad hoc Group when applying Stage 2 
to susceptibility to infection with X. californiensis, as well as some considerations. 

Table 2: Pathogen identification for infection with X. californiensis 

Pathogen Identification (X. californiensis) Considerations 

1. PCR and sequencing of the 16S rDNA (e.g. 
Andree et al., 2000; Cicala et al., 2017). 

OR 

2. Species-specific real-time PCR using 
primers/probe designed based on 16S rDNA 
(e.g. Friedman et al., 2014). 

OR 

3. in situ hybridization (ISH) using all four probes 
(RA5.1, RA3.6, RA3.8 and RA5.6) developed 
by Antonio et al., 2000. 

Cicala et al., 2017 reported a high frequency of 
false negative when using the RA5.1/RA3.6 primer 
sets developed by Andree et al., 2000.; however, 
this is not reported by other studies. As a result 
Cicala et al., 2017 designed new primers based on 
16S rDNA (ss16S-F/R) which were accepted by the 
ad hoc Group as a method for pathogen 
identification when combined with sequencing. 

For studies without molecular information, 
corroborating evidence from other studies (same 
location and host species) was also considered for 
pathogen identification.  

2.3. Stage 3: Criteria to determine whether the evidence indicates that presence of the 
pathogenic agent constitutes an infection: 

Table 3 describes the evidence of infection with X. californiensis, used by the ad hoc Group when applying 
Stage 3 to susceptibility to infection with X. californiensis. 
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Table 3: Evidence of infection with X. californiensis 

Evidence of infection 

A: Replication B: Viability / Infectivity 
C: Pathology /  
Clinical signs1 

D: Location 

1. Presence of WS-
RLO2 intracellular 
inclusions within 
vacuoles in the tissue 
as demonstrated by: 

a. Histopathology 

OR 

b. ISH 

OR 

c. Transmission 
electron 
microscopy (TEM).  

OR 

2. Demonstration of 
high-intensity natural 
infections by 
histology, or ISH. 

OR 

3. Demonstration using 
qPCR of increasing 
infection intensity over 
time following 
exposure. 

Transmission to 
uninfected individuals via 
co-habitation or through 
exposure to infective 
material from the host 
being assessed. 

1. Clinical signs, such 
as:  

a. Weak, or loss of, 
righting reflex 

b. Reduced, or loss 
of, pedal adhesion 

c. Mortality3 

d. Anorexia3 

OR 

2. Macroscopic lesions, 
such as: 

a. Atrophied foot 
muscle 

b. Dark pigmentation 
of the foot 

c. Mottled digestive 
gland (dark brown 
with small foci of 
tan coloured 
tissue) 

OR 

3. Microscopic lesions, 
such as: 

a. Digestive organs 
degeneration (e.g. 
atrophy of 
digestive tubules, 
inflammation) 
and/or metaplasia 
of the digestive 
gland. 

b. In the foot: 
reduction in 
number and 
organisation of 
muscle fibres and 
serous cell 
abundance may 
increase. 

With microscopic 
techniques4, the 
presence of intracellular 
WS-RLO inclusions 
within the 
gastrointestinal (i.e. 
oesophagus, stomach, 
digestive gland, 
intestine) epithelial cells, 
particularly in the 
posterior oesophagus. 

 

1 Pathology and clinical signs may be non-specific, variable and include some, or all, of the characteristics listed. 
2 WS-RLO (Withering-Syndrome Rickettsia-Like Organisms) inclusions consist of multiple bacteria within vacuoles. 
3 It is sometimes difficult to correlate the presence of the pathogen with mortality and/or anorexia. In this case, mortality 
and/or anorexia alone was not sufficient when other pathogens or environmental factors were documented. 
4 Without microscopic or other corroborating information including gross pathological signs, the ad hoc Group determined 
that positive molecular results from the digestive organs could not be used alone to assess stage 3D. 
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3. Scoring and assessments 

Table 4 describes the different scores and outcomes of the assessments undertaken by the ad hoc Group. 

Table 4: Scores and outcomes of the assessments 

Score Outcome 

1 Species assessed as susceptible (as described in Article 1.5.7.). These species were proposed for inclusion in Article 11.7.2. of Chapter 11.7. ‘Infection with X. 
californiensis’ of the Aquatic Code and Section 2.2.1. of Chapter 2.4.7. ‘Infection with X. californiensis’ of the Manual of Diagnostic Tests for Aquatic Animals (the 
Aquatic Manual). 

2 Species assessed as having incomplete evidence for susceptibility (as described in Article 1.5.8.) were proposed for inclusion in Section 2.2.2., Species with 
incomplete evidence for susceptibility of Chapter 2.4.7., Infection with X. californiensis, of the Aquatic Manual. 

3 Species assessed as having unresolved or conflicting information. These species were not proposed for inclusion in the Aquatic Manual.  

Species in which the identity of the pathogen has been confirmed but an active infection has not been demonstrated. These species were proposed for inclusion in 
the second paragraph in Section 2.2.2. Species with incomplete evidence for susceptibility of Chapter 2.4.7. Infection with X. californiensis, of the Aquatic Manual. 

4 Species assessed as non-susceptible. 

NS Species not scored due to insufficient or irrelevant information. 

 

Table 5 summarises the assessments for host susceptibility to infection with X. californiensis together with the outcomes and relevant references. For Stage 3, as described 
in Chapter 1.5. of the Aquatic Code, evidence to support criterion A alone was sufficient to determine infection. In the absence of evidence to meet criterion A, satisfying at 
least two of criteria B, C or D were required to determine evidence of infection. 

Table 5: Assessments for infection with X. californiensis 

Assessment Table Key: 

N:  Natural infection YES: Demonstrates criterion is met NS: Not scored 

E: Experimental (non-invasive) NO: Criterion is not met N/A: Not applicable 

EI: Experimental invasive ND: Not determined   
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Family Scientific name Common name Subspecies (if 
applicable) 

Stage 1: Route 
of infection 

Stage 2: Pathogen 
Identification 

Stage 3: Evidence of Infection Outcome References 

A B C D 

Score 1 

Haliotidae 

Haliotis corrugata pink abalone N/A 

N PCR and sequencing ND ND YES YES 1 Cicala et al., 2018b 

E qPCR YES ND YES YES 1 
Crosson & Friedman, 
2018 

N PCR and sequencing YES ND ND YES 1 Cruz-Flores et al., 2016b 

Haliotis 
cracherodii 

black abalone N/A 

N and E 
PCR and 

sequencing5 
YES YES YES YES 1 Friedman et al., 2002 

N PCR and sequencing YES ND ND YES 1 Andree et al., 2000 

N ISH YES ND YES YES 1 Antonio et al., 2000 

N PCR and sequencing YES ND ND YES 1 Friedman et al., 2000 

Haliotis discus Japanese abalone H. discus discus 
N PCR and sequencing ND YES ND YES 1 Nishioka et al., 2016 

N PCR and sequencing YES ND YES YES 1 Kiryu et al., 2013 

Haliotis 
diversicolor 6 

small abalone 

H. diversicolor 
aquatilis 

N PCR and sequencing ND ND ND ND 3 Nishioka et al., 2016 

H. diversicolor 
diversicolor 

N and E PCR and sequencing ND YES ND ND 2 Nishioka et al., 2016 

H. diversicolor 
supertexta 

N PCR and sequencing YES ND NO YES 1 Wetchateng et al., 2010 

Haliotis fulgens green abalone N/A 
N PCR and sequencing ND ND YES YES 1 Cicala et al., 2018b 

N PCR and sequencing YES ND ND YES 1 Cruz-Flores et al., 2016b 

Haliotis 
kamtschatkana 

pinto abalone N/A 

E qPCR YES ND NO YES 1 Frederick et al., 2022 

E qPCR YES ND YES YES 1 
Crosson & Friedman, 
2018 

Haliotis rufescens red abalone N/A N ISH YES ND YES YES 1 
Cáceres-Martínez et al., 
2021 

 

5 Pathogen identification performed in Antonio et al., 2000 (see species specific note in Section 6.3 of this report). 
6 As a result of the taxonomic uncertainty, the ad hoc Group scored Haliotis diversicolor at the species level with an overall score of ‘1’ (see species specific note in 
Section 6.3 of this report).  
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Family Scientific name Common name Subspecies (if 
applicable) 

Stage 1: Route 
of infection 

Stage 2: Pathogen 
Identification 

Stage 3: Evidence of Infection Outcome References 

A B C D 

N and E qPCR YES YES YES YES 1 
Crosson & Friedman, 
2018 

E PCR and sequencing YES YES YES YES 1 González et al., 2012 

Haliotis rufescens 
X Haliotis discus 
hannai hybrid 

hybrid red and 
Japanese abalone 

N/A E 
PCR and 

sequencing7 
YES ND ND YES 1 González et al., 2014 

Haliotis sorenseni white abalone N/A 
E qPCR YES ND YES YES 1 Vater et al., 2018 

N NO (PCR) YES ND ND YES NS Friedman et al., 2007 

Haliotis 
tuberculata 

tuberculate 
abalone 

N/A 

N PCR and sequencing YES ND YES YES 1 Balseiro et al., 2006 

N 
PCR and 

sequencing; qPCR 
YES ND NO YES 1 

WOAH-WAHIS event 
ID#212, 2006 

Score 2 

Haliotidae Haliotis gigantea giant abalone N/A 
N PCR and sequencing ND ND ND YES 2 Kiryu et al., 2014 

N and E PCR and sequencing ND ND ND ND 3 Nishioka et al., 2016 

Score 3 

Haliotidae Haliotis discus Japanese abalone 
Haliotis discus 
hannai 

N PCR and sequencing ND ND ND NO 3 Nishioka et al., 2016 

E PCR and sequencing NO ND NO NO 3 González et al., 2012 

E 
PCR and 

sequencing7 
NO ND ND NO 4 González et al., 2014 

 

 

7 Pathogen identification performed in González et al., 2012 (see species specific note in Section 6.3 of this report). 
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4. Results 

The ad hoc Group agreed that six of the species currently included in Article 11.7.2. as susceptible to infection 
with X. californiensis, and four additional species, not previously listed, meet the criteria for listing as 
susceptible to infection with X. californiensis in accordance with Chapter 1.5. of the Aquatic Code. These are 
proposed to be listed in Article 11.7.2. of Chapter 11.7. ‘Infection with X. californiensis’. These species are 
shown in Table 6 below. 

Table 6: Species susceptible to infection with X. californiensis 

Family Scientific name Common name 

Haliotidae Haliotis corrugata pink abalone 

Haliotis cracherodii black abalone 

Haliotis discus discus Japanese abalone 

Haliotis diversicolor small abalone 

Haliotis fulgens green abalone 

Haliotis kamtschatkana pinto abalone 

Haliotis rufescens red abalone 

Haliotis rufescens X Haliotis 

discus hannai hybrid 

hybrid red and Japanese abalone 

Haliotis sorenseni white abalone 

Haliotis tuberculata tuberculate abalone 

 

Haliotis discus hannai currently included in Article 11.7.2. was assessed as not meeting the criteria and was 
proposed to be removed from Article 11.7.2. of Chapter 11.7. of the Aquatic Code.  

The ad hoc Group could not find any publications to assess the susceptibility of Haliotis walallensis which is 
also currently included in Article 11.7.2. and therefore proposed to remove this species from Article 11.7.2. of 
Chapter 11.7. of the Aquatic Code. 

Haliotis gigantea was assessed as having incomplete evidence of susceptibility and was proposed to be 
included in Section 2.2.2. of Chapter 2.4.7. of the Aquatic Manual.  

The ad hoc Group found that the identity of the pathogenic agent, X. californiensis has been confirmed but an 
active infection has not been demonstrated in Haliotis discus hannai. This species was therefore proposed to 
be included in the second paragraph of Section 2.2.2. of Chapter 2.4.7. of the Aquatic Manual.  

5. Naming convention for susceptible species 

The scientific names of the host species are in accordance with the World Register of Marine Species 
(WoRMS) https://www.marinespecies.org/index.php. 

The common names of mollusc species are in accordance with FAOTERM 
(http://www.fao.org/faoterm/collection/faoterm/en/). Where the common mollusc name was not found in 
FAOTERM, the naming was done in accordance with https://www.sealifebase.ca. 

6. Comments on the ad hoc Group’s rationale and decision-making 

6.1. General comments 

The ad hoc Group reviewed all available papers but only summarized papers that provided sufficient 
evidence for susceptibility for each species assessed (Table 5). Additional papers beyond those needed 
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to provide sufficient evidence were reviewed to ensure the absence of conflicting evidence and retained 
in the list of references. 

The ad hoc Group focused on studies published when molecular testing was available. Papers published 
in earlier years were referred to when necessary to increase confidence of an assessment or when no 
recent paper was available for the assessment of a specific host species. When necessary to corroborate 
pathogen identification, the ad hoc Group contacted authors of the studies to further describe pathogen 
identification methods.  

The ad hoc Group agreed that while the ideal situation was two papers with a score of ‘1’, a single robust 
study scoring ‘1’ was also enough to conclude susceptibility of a species in the absence of conflicting 
evidence. Where the sampling strategy was distributed across seasons or locations, or where a single 
paper provided all evidence (molecular with corresponding evidence from histology within the same 
animals), the ad hoc Group considered that one strong paper was sufficient to conclude susceptibility of 
a species. Additional studies were still reviewed to check for any supporting or conflicting evidence. 

The ad hoc Group considered two notifications for infection with X. californiensis reported in the World 
Animal Health Information System (WAHIS). For one of these reports the ad hoc Group requested 
additional supporting information from the Member to enable it to assess the host’s susceptibility. The 
second report referred to an event for which a publication was available so no additional information was 
required to undertake an assessment. Consequently, the ad hoc Group notes that when a notification is 
reported to WAHIS, that an appropriate level of detail is included to support future species susceptibility 
assessments. 

6.2. Host Identification (species and subspecies) 

The ad hoc Group accepted the host identification as stated by the authors noting that the evaluated 
studies did not report methods of host identification. 

6.3. Species specific comments 

Haliotis cracherodii  

No molecular methods were used for pathogen identification in the study by Friedman et al., 2002; 
however, the animals collected were from the same population as those reported in Antonio et al., 2000. 
The ad hoc Group therefore determined pathogen identification to be confirmed. 

Haliotis diversicolor 

The subspecies Haliotis diversicolor aquatilis and Haliotis diversicolor supertexta mentioned in some 
published studies could not be found or are unaccepted names in WoRMS. In the assessments (Table 5), 
the ad hoc Group retained the host names used by the authors in order to best reflect the information 
presented in the studies. 

As a result of the taxonomic uncertainty and the absence of conflicting information, the ad hoc Group 
scored Haliotis diversicolor at the species level with an overall score of ‘1’. However, if further taxonomic 
information on this species becomes available, the ad hoc Group recommends re-evaluating at the 
subspecies level. 

Haliotis discus 

The two subspecies Haliotis discus discus and Haliotis discus hannai are accepted names in WoRMS; 
therefore, the ad hoc Group assessed and scored the subspecies separately. The ad hoc Group does not 
recommend assessing Haliotis discus at the species level as there is preliminary evidence of resistance 
to infection for one of the two subspecies. 
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Haliotis discus hannai 

No molecular methods were used for pathogen identification in González et al., 2014; however,  
the histology samples assessed in this study were from the same individuals as those reported in 
González et al., 2012 (communication with author). The ad hoc Group therefore determined 
pathogen identification to be confirmed. 

In the challenge trial described in González et al., 2014, while H. discus hannai did not show any 
histological evidence of infection, the two other exposed groups (H. rufescens and H. rufescens X 
H. discus hannai hybrid) showed WS-RLOs histologically. The ad hoc Group concluded that 
González et al., 2014 should have a score of ‘4’ (non-susceptible) though the study was not 
designed to demonstrate non-susceptibility. 

The ad hoc Group gave an overall score of ‘3’ to H. discus hannai because González et al., 2012 
and Nishioka et al., 2016 detected the pathogen using PCR.  

Haliotis rufescens X Haliotis discus hannai hybrid 

No molecular methods were used for pathogen identification in González et al., 2014; however, the 
histology samples assessed in this study were from the same individuals as those reported in González 
et al., 2012 (communication with author). The ad hoc Group therefore determined pathogen identification 
to be confirmed. 

Haliotis walallensis 

In Crosson et al., 2014, the introduction mentions that H. walallensis is a potential host for WS-RLO, but 
no reference or further information could be found. 

7. Article 1.5.9 Listing of Susceptible species at a taxonomic ranking of Genus or higher 

The ad hoc Group considered Article 1.5.9. ‘Listing of susceptible species at a taxonomic ranking of Genus or 
higher’ in the Aquatic Code, and determined that it was not applicable for the susceptible host species for 
X. californiensis identified at this time.  

The rationale for not applying the criteria in Article 1.5.9. was that Haliotis discus hannai may not meet the 
criteria for susceptibility to infection with X. californiensis. In addition, there are over 200 Haliotis species but 
the level of information available only allowed the ad hoc Group to assess 11 species. Also, the Haliotis species 
assessed are in the same phylogenetic clade (Tshilate et al., 2023) and there are multiple Haliotis clades.  

8. References  

ANDREE, K.B., FRIEDMAN, C.S., MOORE, J.D. & HEDRICK, R.P. (2000). A polymerase chain reaction for 
detection of genomic DNA of a rickettsiales-like prokaryote associated with withering syndrome in California 
abalone. Journal of Shellfish Research, 19, 213-218. 

ANTONIO, D.B., ANDREE, K.B., MOORE, J.D., FRIEDMAN, C.S. & HEDRICK, R.P. (2000). Detection of 
Rickettsiales-like prokaryotes by in situ hybridization in black abalone, Haliotis cracherodii, with withering 
syndrome. Journal of Invertebrate Pathology, 75, 180-182. 

BALSEIRO, P., ARANGUREN, R., GESTAL, C., NOVOA, B. & FIGUERAS, A. (2006). Candidatus 
Xenohaliotis californiensis and Haplosporidium montforti associated with mortalities of abalone Haliotis 
tuberculata cultured in Europe. Aquaculture, 258, 219-231. 

CÁCERES-MARTÍNEZ, J., CRUZ-FLORES, R., VÁSQUEZ-YEOMANS, R. & TINOCO-ORTA, G. (2021). 
Coexistence of the stippled Rickettsiales-like prokaryote with Candidatus Xenohaliotis californiensis and the 
bacteriophage pCXc in farmed red abalone Haliotis rufescens from Mexico. Aquaculture, 532, 736026. 



   

 

 Report of the WOAH ad hoc Group on susceptibility of mollusc species to WOAH listed diseases / June 2024 11  

 

CICALA, F., MOORE, J.D., CÁCERES-MARTÍNEZ, J., DEL RÍO-PORTILLA, M.A., HERNÁNDEZ-
RODRÍGUEZ, M., VÁSQUEZ-YEOMANS, R. & ROCHA-OLIVARES, A. (2018b). Monomorphic pathogens: 
The case of Candidatus Xenohaliotis californiensis from abalone in California, USA and Baja California, 
Mexico. Journal of Invertebrate pathology, 154, 19-23. 

CICALA, F. (2017). Genetic characterization of 'Candidatus Xenohaliotis califorensis' associated with blue 
(Haliotis fulgens) and yellow abalone (Haliotis corrugata) on the Pacific coast of Baja California. Thesis paper, 
Centro de Investigación Científica y de Educación Superior de Ensenada, Baja California. 90 p. 

CICALA, F., MOORE, J.D., CÁCERES-MARTÍNEZ, J., DEL RÍO-PORTILLA, M.A., HERNÁNDEZ-
RODRÍGUEZ, M., VÁSQUEZ-YEOMANS, R. & ROCHA-OLIVARES, A. (2017). Multigenetic characterization 
of 'Candidatus Xenohaliotis californiensis'. International Journal of Systematic and evolutionary microbiology, 
67, 42-49. 

CROSSON, L.M. & FRIEDMAN, C.S. (2018). Withering syndrome susceptibility of northeastern Pacific 
abalones: A complex relationship with phylogeny and thermal experience. Journal of Invertebrate Pathology, 
151, 91-101. 

CRUZ-FLORES, R., CÁCERES-MARTÍNEZ, J., MUÑOZ-FLORES, M., VÁSQUEZ-YEOMANS, R., 
HERNÁNDEZ RODRIGUEZ, M., DEL RÍO-PORTILLA, M.A., ROCHA-OLIVARES, A. & CASTRO-
LONGORIA, E. (2016b). Hyperparasitism by the bacteriophage (Caudovirales) infecting Candidatus 
Xenohaliotis californiensis (Rickettsiales-like prokaryote) parasite of wild abalone Haliotis fulgens and Haliotis 
corrugata from the Peninsula of Baja California, Mexico. Journal of Invertebrate Pathology, 140, 58-67. 

FREDERICK, A.R., HERAS, J., FREIDMAN, C.S. & GERMAN, D.P. (2022). Withering syndrome induced gene 
expression changes and a de-novo expression transcriptome for the Pinto abalone, Haliotis kamtschatkana. 
Comparative Biochemistry and Physiology Part D: Genomics and Proteomics, 41, 100930. 

FRIEDMAN, C.S., WIGHT, N., CROSSON, L.M., WHITE, S.J. & STENGE, R.M. (2014). Validation of a 
quantitative PCR assay for detection and quantification of 'Candidatus Xenohaliotis californiensis'. Diseases 
of Aquatic Organisms, 108, 251-259. 

FRIEDMAN, C.S., SCOTT, B.B., STRENGE, R.E., VADOPALAS, B. & MCCORMICK, T.B. (2007). 
Oxytetracycline as a tool to manage and prevent losses of the endangered white abalone, Haliotis sorenseni, 
due to withering syndrome. Journal of Shellfish Research, 26, 877-885. 

FRIEDMAN, C.S., BIGGS, W., SHIELDS, J.D. & HEDRICK, R.P. (2002). Transmission of withering syndrome 
in black abalone, Haliotis cracherodii Leach. Journal of shellfish research, 21, 817-824. 

FRIEDMAN, C.S., ANDREE, K.B., BEAUCHAMP, K.A., MOORE, J.D., ROBBINS, T.T., SHIELDS, J.D. & 
HEDRICK, R.P. (2000). “Candidatus Xenohaliotis californiensis” a newly described pathogen of abalone, 
Haliotis spp., along the west coast of North America. International Journal of Systematic and Evolutionary 
Microbiology, 50, 847-855. 

GONZÁLEZ, R.C., LOHRMANN, K.B., PIZARRO, J. & BROKORDT, K. (2014). Differential susceptibility to the 
withering syndrome agent and renal coccidia in juvenile Haliotis rufescens, Haliotis discus hannai and the 
interspecific hybrid. Journal of Invertebrate Pathology, 116, 13-17.  

GONZÁLEZ, R.C., BROKORDT, K. & LOHRMANN, K.B. (2012). Physiological performance of juvenile Haliotis 
rufescens and Haliotis discus hannai abalone exposed to the withering syndrome agent. Journal of 
Invertebrate pathology, 111, 20-26. 

KIRYU, I., NISHIOKA, T., YUASA, K., KURITA, J., SHIMAHARA, Y., OTOTAKE, M., IKEGAMI, N. & OSEKO, 
N. (2014). Rapid and simple detection method of "Candidatus Xenohaliotis californiensis" using fecal PCR in 
abalone Haliotis discus discus and H. gigantea. Journal of Fish Pathology, 49, 41-48. 

KIRYU, I., KURITA, J., YUASA, K., NISHIOKA, T., SHIMAHARA, Y., KAMAISHI, T., OTOTAKE, M., OSEKO, 
N., TANGE, N., INOUE, M., YATABE, T. & FRIEDMAN, C.S. (2013). First detection of Candidatus Xenohaliotis 
californiensis, the causative agent of withering syndrome, in Japanese black abalone Haliotis discus discus in 
Japan. Journal of Fish Pathology, 48, 35-41. 



   

 

 Report of the WOAH ad hoc Group on susceptibility of mollusc species to WOAH listed diseases / June 2024 12  

 

NISHIOKA, T., KAMAISHI, T., KURITA, J., MEKATA, T., KIRYU, I., YUASA, K., SHIMAHARA, Y., HYOUDOU, 
J., RYU, T., TAKASE, T., UCHIMURA, Y., OTOTAKE, M. & OSEKO, N. (2016). Pathogenicity of two 
Candidatus Xenohaliotis californiensis genetic variants against three abalone species (the genus Haliotis). 
Fish Pathology, 51(2), 54-59. 

TSHILATE, T.S., ISHENGOMA, E. & RHODE, C. (2023). A first annotated genome sequence for Haliotis 
midae with genomic insights into abalone evolution and traits of economic importance. Marine Genomics, 70, 
101044. 

VATER, A., BYRNE, B.A., MARSHMAN, B.C., ASHLOCK, L.W. & MOORE, J.D. (2018). Differing responses 
to red abalone (Haliotis rufescens) and white abalone (H. sorensni) to infection with phage-associated 
Candidatus Xenohaliotis californiensis. PeerJ, 6:e5104. 

WETCHATENG, T., FRIEDMAN, C.S., WIGHT, N.A., LEE, P-Y., TENG, P.H., SRIURAIRATTANA, S., 
WONGPRASERT, K. & WITHYACHUMNARNKUL, B. (2010). Withering syndrome in abalone Halioits 
diversicolor supertexta. Diseases of Aquatic Organisms, 90, 69-76. 

WORLD ORGANISATION FOR ANIMAL HEALTH (2006). Event 212 - Ireland - Xenohaliotis californiensis (Inf. 
with). WOAH-WAHIS, https://wahis.woah.org/#/in-event/212/dashboard, accessed on 11/06/2024. 

 

Other references reviewed by the ad hoc Group but not referred to in the report above: 

ÁLVAREZ TINAJERO, M.D.C., CÁCERES-MARTÍNEZ, J., & GONZÁLEZ AVILÉS, J.G. (2002). 
Histopathological evaluation of the yellow abalone Haliotis corrugata and the blue abalone Haliotis fulgens 
from Baja California, México. Journal of Shellfish Research, 21(2), 825-830. 

BRAID, B.A., MOORE, J.D., ROBBINS, T.T., HEDRICK, R.P., TJEERDEMA, R.S. & FRIEDMAN, C.S. (2005). 
Health and survival of red abalone, Haliotis rufescens, under varying temperature, food supply and exposure 
to the agent of withering syndrome. Journal of Invertebrate Pathology, 89, 219-231. 

BROKORDT, K., GONZÁLEZ, R., FARÍAS, W., WINKLER, F.E. & LOHRMANN, K.B. (2017). First insight into 
the heritable variation of the resistance to infection with the bacteria causing the withering syndrome in Haliotis 
rufescens abalone. Journal of Invertebrate Pathology, 150, 15-20. 

CÁCERES-MARTÍNEZ, J. & TINOCO-ORTA, G.D. (2001). Symbionts of cultured red abalone Haliotis 
rufescenes from Baja California, Mexico. Journal of Shellfish Research, 20(2), 875-881. 

CAMPALANS, M. & LOHRMANN, K.B. (2009). Histological survey of four species of cultivated molluscs in 
Chile susceptible to OIE notifiable diseases. Revista de Biología Marina y Oceanografía, 44(3), 561-569. 

CHANG, P.H., YANG, M.C., KUO, S.T., CHEN, M.H. & CHENG, C.H. (2008). Occurrence of a rickettsia-like 
prokaryote in the small abalone, Haliotis diversicolor supertexta, cultured in Taiwan. Bulletin of the European 
Association of Fish Pathologists, 28(2), 52-57. 

CICALA, F., CISTERNA-CÉLIZ, J.A., PAOLINELLI, M., MOORE, J.D., SEVIGNY, J. & ROCHA-OLIVARES, 
A. (2022). The role of diversity in mediating microbiota structural and functional differences in two sympatric 
species of abalone under stressed withering syndrome conditions. Microbial Ecology, 85(1), 277-287. 

CICALA, F., CISTERNA-CÉLIZ, J.A., MOORE, J.D. & ROCHA-OLIVARES, A. (2018a). Structure, dynamics 
and predicted functional role of the gut microbiota of the blue (Haliotis fulgens) and yellow (H. corrugata) 
abalone from Baja California Sur, Mexico. PeerJ, 6, e5830. 

CROSSON, L.M. (2020). Withering syndrome disease dynamics in wild and cultured northeastern Pacific 
abalones. Doctoral Thesis, University of Washington, 1117 p. 

CROSSON, L.M., WIGHT, N., VANBLARICOM, G.R., KIRYU, I., MOORE, J.D. & FRIEDMAN, C.S. (2014). 
Abalone withering syndrome: distribution, impacts, current diagnostic methods and new findings, Diseases of 
Aquatic Organisms, 108, 261-270. 



   

 

 Report of the WOAH ad hoc Group on susceptibility of mollusc species to WOAH listed diseases / June 2024 13  

 

CRUZ-FLORES, R. & CÁCERES-MARTÍNEZ, J. (2020). Rickettsiales-like organisms in bivalves and marine 
gastropods: a review. Reviews in Aquaculture, 12, 2010-2026. 

CRUZ-FLORES, R., CÁCERES-MARTÍNEZ, J., DEL RÍO-PORTILLA, M.A., LICEA-NAVARRO, A.F., 
GONZÁLES-SÁNCHEZ, R., & GUERRERO, A. (2018). Complete genome sequence of a phage hyperparasite 
of Candidatus Xenohaliotis californiensis (Rickettsiales) - a pathogen of Haliotis spp (Gasteropoda). Archives 
of Virology, 163, 1101-1104. 

CRUZ-FLORES, R., & CÁCERES-MARTÍNEZ, J. (2016a). The hyperparasite of the rickettsiales-like 
prokaryote, Candidatus Xenohaliotis californiensis has morphological characteristics of a Siphoviridae 
(Caudovirales). Journal of Invertebrate Pathology, 133, 8-11. 

CRUZ-FLORES, R., CÁCERES-MARTÍNEZ, J. & VÁSQUEZ-YEOMANS, R. (2015). A novel method for 
separation of Rickettsiales-like organism "Candidatus Xenohaliotis californiensis" from host abalone tissue. 
Journal of Microbiological Methods, 115, 79-82. 

DI, G., KONG, X., ZHU, G., LIU, S., ZHANG, C. & KE, C. (2016). Pathology and physiology of Haliotis 
diversicolor with withering syndrome. Aquaculture, 453, 1-9. 

DUMLER, J.S., BARBET, A.F., BEKKER, C.P.J., DASCH, G.A., PALMER, G.H., RAY, S.C., RIKIHISA, Y. & 
RURANGIRWA, F.R. (2001). Reorganization of general in the families Rickettsiaceae and Anaplasmataceae 
in the order Rickettsiales: unification of some species of Ehrlichia with Anaplasma, Cowdria with Ehrlichia and 
Ehrlichia with Neorickettsia, descriptions of six new species combinations and designation of Ehrlichia equi 
and ‘HGE agent’ as subjective synonyms of Ehrlichia phagocytophila. International Journal of Systematic and 
Evolutionary Microbiology, 51, 2145-2165. 

FRIEDMAN, C.S. & CROSSON, L.M. (2012). Putative phage hyperparasite in the rickettsial pathogen of 
abalone, "Candidatus Xenohaliotis californiensis". Microbial Ecology, 64, 1064-1072. 

FRIEDMAN, C.S. & FINLEY, C.A (2003a). Evidence for an anthropogenic introduction of “Candidatus 
Xenohaliotis californiensis”, the etiological agent of withering syndrome, into northern California abalone 
populations via conservation efforts. Canadian Journal of Fisheries and Aquatic Sciences, 60, 1424-1431. 

FRIEDMAN, C.S., TREVELYAN, G., ROBBINS, T.T., MULDER, E.P. & FIELDS, R. (2003b). Development of 
an oral administration of oxytetracycline to control losses due to withering syndrome in cultured red abalone 
Haliotis rufescens. Aquaculture, 224, 1-23. 

FRIEDMAN C.S., THOMSON M., CHUN C., HAAKER P.L. & HEDRICK, R.P. (1997). Withering syndrome of 
the black abalone, Haliotis cracherodii (Leach): Water temperature, food availability, and parasites as possible 
causes. Journal of Shellfish Research, 16, 403-411. 

FULLER, A., VANBLARICOM, G.R., NEUMAN, M.J., WITTING, D.A. & FRIEDMAN, C.S. (2022). A field 
sentinel study investigating withering syndrome transmission dynamics in California abalones. Marine 
Environmental Research, 173, 105540. 

GARCÍA-ESQUIVEL, Z., CÁCERES-MARTÍNEZ, J., & MONTES-MAGALLÓN, S. (2011). Oxytetracycline 
water bath treatment of juvenile blue abalone Haliotis fulgens (Philippi 1845) affected by the withering 
syndrome. Cienias Marinas, 37, 191-200. 

GARDNER, G.R., HARSHBARGER, J.C., LAKE, J.L., SAWYER, T.K., PRICE, K.L., STEPHENSON, M.D., 
HAAKER, P.L. & TOGSTAD, H.A. (1995). Association of prokaryotes with symptomatic appearance of 
withering syndrome in black abalone Haliotis craherodii. Journal of Invertebrate Pathology, 66, 111-120. 

GREEN, T.J. & BARNES, A.C. (2010). Bacterial diversity of the digestive gland of Sydney rock oysters, 
Saccostrea glomerata infected with the paramyxean parasite, Marteilia sydneyi. Journal of Applied 
Microbiology, 109, 613-622. 

HAAKER, P.L., PARKER, D.O., TOGSTAD, H., RICHARDS, D.V., DAVIS, G.E. & FRIEDMAN, C.S. (1992). 
Mass mortality and withering syndrome in black abalone Haliotis cracherodii, in California. In: Abalone of the 
World, Shepard S.A., Tegner M.J. & Guzman del Proo S.A., eds, Blackwell Scientific, Oxford, UK, 214–224. 



   

 

 Report of the WOAH ad hoc Group on susceptibility of mollusc species to WOAH listed diseases / June 2024 14  

 

HORWITZ, R., MOUTON, A., & COYNE, V.E. (2016). Characterization of an intracellular bacterium infecting 
the digestive gland of the South African abalone Haliotis midae. Aquaculture, 451, 24-32. 

KISMOHANDAKA, G., FRIEDMAN, C.S., ROBERTS, W., & HEDRICK, R.P. (1993). Investigation of 
physiological alterations of black abalone with withering syndrome. National Shellfisheries Association, 
Portland, Oregon. 

LAFFERTY, K.D. & BEN-HORIN, T. (2013). Abalone farm discharges the withering syndrome pathogen into 
the wild. Frontiers in Microbiology, 4, 373. 

MOORE, J.D. (2023). Diseases and potential disease agents in wild and cultured abalone. Developments in 
Aquaculture and Fisheries Science, 42, 189-250. 

MOORE, J.D., BYRON, S.N., MARSHMAN, B.C. & SNIDER, J.P. (2019). An oxytetracycline bath protocol to 
eliminate the agent of withering syndrome Candidatus Xenohaliotis californiensis, in captive abalone 
populations. Aquaculture, 503, 267-274. 

MOORE, J., BYRON, S., MARSHMAN, B. & SNIDER, J. (2015). An oxytetracycline bath series eliminates the 
agent of withering syndrome, Candidatus Xenohaliotis californiensis, in captive abalone populations. National 
Shellfisheries Association, Portland, Oregon. 

MOORE J.D., MARSHMAN B.C. & CHUN C.S.Y. (2011). Health and survival of red abalone Haliotis rufescens 
from San Miguel Island, California, USA, in a laboratory simulation of La Niña and El Niño conditions. Journal 
of Aquatic Animal Health, 23, 78-84. 

MOORE, J.D., JUHASZ, C.I., ROBBINS, T.T. & VILCHIS, I. (2009). Green abalone, Haliotis fulgens, infected 
with the agent of withering syndrome do not express disease signs under a temperature regime permissive for 
red abalone, Haliotis rufescens. Marine Biology, 156, 2325-2330. 

MOORE, J.D., FINLEY, C.A., ROBBINS, T.T., & FRIEDMAN, C.S. (2002). Withering syndrome and restoration 
of southern California abalone populations. California Cooperative Oceanic Fisheries Investigations, 43, 112-
119. 

MOORE, J.D., CHERR, G.N. & FRIEDMAN, C.S. (2001a). Detection of “Candidatus Xenohaliotis 
californiensis” (Rickettsiales-like procaryote) inclusions in tissue squashes of abalone (Haliotis spp.) 
gastrointestinal epithelium using a nucleic acid fluorochrome. Diseases of Aquatic Organisms, 46, 147-152. 

MOORE, J.D., ROBBINS, T.T., HEDRICK, R.P. & FRIEDMAN, C.S. (2001b). Transmission of the 
Rickettsiales-like prokaryote 'Candidatus Xenohaliotis californiensis' and its role in withering syndrome of 
California abalone, Haliotis spp. Journal of Shellfish Research, 20, 867-874. 

MOORE, J.D., ROBBINS, T.T. & FRIEDMAN, C.S. (2000). Withering syndrome in farmed red abalone Haliotis 
rufescens: Thermal induction and association with a gastrointestinal rickettsiales-like prokaryote. Journal of 
Aquatic Animal Health, 12, 26-34. 

PARKER-GRAHAM, C.A., EETEMADI A., YAZDI, Z., MARSHMAN, B.C., LOEHER, M., RICHEY, C.A., 
BARNUM, S., MOORE, J.D. & SOTO, E. (2020). Effect of oxytetracycline treatment on the gastrointestinal 
microbiome of critically endangered white abalone (Haliotis sorenseni) treated for withering syndrome. 
Aquaculture, 526, 735411. 

RAIMONDI, P.T., WILSON, C.M., AMBROSE, R.F., ENGLE, J.M. & MINCHINTON, T.E. (2002). Continued 
declines of black abalone along the coast of California: are mass mortalities related to El Nino events? Marine 
Ecology Progress Series, 242, 143-152. 

ROGERS-BENNETT, L., DONDANVILLE, R.F., MOORE, J.D., & VILCHIS, L.I. (2010). Response of red 
abalone reproduction to warm water, starvation, and disease stressors: implications of ocean warming. Journal 
of Shellfish Research, 29, 599-611. 

ROSENBLUM, E.S., ROBBINS, T.T., SCOTT, B.B., NELSON, S., JUHASZ, C., CRAIGMILL, A., 
TJEERDEMA, R.S., MOORE, J.D. & FRIEDMAN, C.S. (2008). Efficacy, tissue distribution and residue 



   

 

 Report of the WOAH ad hoc Group on susceptibility of mollusc species to WOAH listed diseases / June 2024 15  

 

depletion of oxytetracycline in WS-RLP infected California red abalone Haliotis rufescens. Aquaculture, 277, 
138-148. 

ROSENBLUM, E.S., VIANT, M.R., BRAID, B.M., MOORE, J.D., FRIEDMAN, C.S., TJEERDEMA, R.S. (2005). 
Characterizing the metabolic actions of natural stresses in the California red abalone, Haliotis rufescens using 
H-1 NMR metabolomics. Metabolomics, 1, 199-209. 

SANTIBÁÑEZ, P., ROMALDE, J., FUENTES, D., FIGUERAS, A. & FIGUEROA, J. (2022). Health status of 
Mytilus chilensis from intensive culture areas in Chile assessed by molecular, microbiological, and histological 
analyses. Pathogens, 11(5), 494. 

STEINBECK, J.R., GROFF, J.M., FRIEDMAN, C.S., MCDOWELL, T. & HEDRICK, R.P. (1992). Investigations 
into a mortality among populations of the California black abalone, Haliotis cracherodii, on the central coast of 
California, USA. In: Abalone of the World, Shepard S.A., Tegner M.J. & Guzman del Proo S.A., eds. Blackwell 
Scientific, Oxford, UK, 203–213. 

VAN BLARICOM, G.R., RUEDIGER, J.L., FRIEDMAN, C.S., WOODARD, D.D. & HEDRICK, R.P. (1993). 
Discovery of withering syndrome among black abalone Haliotis cracherodii leach, 1814, populations at San 
Nicolas Island, California. Journal of Shellfish Research, 12, 185-188. 

VILLASANTE, A., CATALÁN, N., ROJAS, R., LOHRMANN, K.B. & ROMERO, J. (2020). Microbiota of the 
digestive gland of red abalone (Haliotis rufescens) is affected by withering syndrome. Microorganisms, 8(9), 
1411. 

WINKLER, F.M., GARCÍA, R., VALDIVIA, M.V. & LOHRMANN, K.B. (2018). Assessment of oxytetracycline 
baths as therapeutic treatment for the control of the agent of withering syndrome (WS) in red abalone (Haliotis 
rufescens). Journal of Invertebrate Pathology, 153, 109-116. 

WOOLDRIDGE, B., ORLAND, C., ENBODY, E., ESCALONA, M., MIRCHANDANI, C.D., CORBETT-DETIG, 
R., KAPP, J.D., FLETCHER, N., AMMANN, K., RAIMONDI, P. & SHAPIRO, B. (2024). Limited genomic 
signatures of population collapse in the critically endangered black abalone (Haliotis cracherodii). bioRxiv, 
2024-01. 

WORLD ORGANISATION FOR ANIMAL HEALTH (2011). Event 1018 - Japan - Xenohaliotis californiensis 
(Inf. with). WOAH-WAHIS, https://wahis.woah.org/#/in-event/1018/dashboard, accessed on 11/06/2024. 

ZHU, Z.W., XU, T., HE, Z.Y., WU, X.Z., WU, L.J., MENG, Q.G. & HUANG, J.Q. (2012). Rickettsia-like organism 
infection associated with mass mortalities of blood clam, Tegillarca granosa, in the Yueqing Bay in China. Acta 
Oceanologica Sinica, 31, 106-115. 

____________ 

…/Annexes  



   

 

 Report of the WOAH ad hoc Group on susceptibility of mollusc species to WOAH listed diseases / June 2024 16  

 

Annex 1. List of Participants 

MEETING OF THE WOAH AD HOC GROUP ON SUSCEPTIBILITY 
OF MOLLUSC SPECIES TO INFECTION WITH WOAH LISTED DISEASES 

Paris, France, 11 to 13 June 2024  

________ 

MEMBERS OF THE AD HOC GROUP 

Dr Isabelle Arzul  
(Chair) 
IFREMER 
Adaptation et Santé des Invertébrés 
Marins 
La Tremblade, 
FRANCE 
 

Dr Robert Adlard  
Marine Biodiversity at Queensland 
Museum Network, 
South Brisbane, 
AUSTRALIA 
 

Dr Chang-Ming Bai  
Yellow Sea Fisheries Research 
Institute, CAFS 
Division of Maricultural Organism 
Disease control and Molecular 
Pathology 
Qingdao, 
CHINA (PEOPLE’S REPUBLIC OF) 
 

Dr Lori Gustafson  
Surveillance Design and Analysis 
USDA/APHIS/VS/CEAH, 
Fort Collins, 
UNITED STATES OF AMERICA 

Dr Karin B. Lohrmann  
Departamento de Biología Marina, 
Facultad de Ciencias del Mar, 
Universidad Católica del Norte, 
Coquimbo, 
CHILE 

 

MEMBER OF THE AQUATIC ANIMAL HEALTH STANDARDS COMMISSION 

Dr Kevin William Christison 
Department of Environment, 
Forestry and Fisheries, 
Directorate: Aquaculture Innovation 
and Technology Development, 
Vlaeberg, 
SOUTH AFRICA 
 

  

WOAH HEADQUARTERS 

Dr Kathleen Frisch  
Scientific Coordinator for Aquatic 
Animal Health 
Standards Department 

Dr Patricia Kelly  
Scientific Coordinator for Aquatic 
Animal Health 
Standards Department 

 

 

  



   

 

 Report of the WOAH ad hoc Group on susceptibility of mollusc species to WOAH listed diseases / June 2024 17  

 

Annex 2. Terms of Reference 

MEETING OF THE WOAH AD HOC GROUP ON SUSCEPTIBILITY 
OF MOLLUSC SPECIES TO INFECTION WITH WOAH LISTED DISEASES 

Paris, France, 11 to 13 June 2024  

_______ 

Terms of reference 

Background 
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Terms of Reference 

1)  Review relevant literature documenting susceptibility of species for infection with Xenohaliotis californiensis and apply 
criteria, as outlined in Chapter 1.5. ‘Criteria for listing species as susceptible to infection with a specific pathogen’, to 
potential host species. 

2) Determine susceptible species for infection with Xenohaliotis californiensis based on Article 1.5.7. 

3) Determine species with incomplete evidence for susceptibility for infection with Xenohaliotis californiensis based on 
Article 1.5.8. 

Expected outputs of the ad hoc Group 

1) Propose a list of susceptible species for inclusion in Article 11.7.2. of Chapter 11.7. ‘Infection with Xenohaliotis 
californiensis’ in the Aquatic Code. 

2) Propose a list of species with incomplete evidence for susceptibility for inclusion in Section 2.2.2. of Chapter 2.4.7. 
‘Infection with Xenohaliotis californiensis’ of the Aquatic Manual. 

3) A report for consideration by the Aquatic Animals Commission at its September 2024 meeting. 
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